[ Downloaded from jdc.tums.ac.ir on 2024-11-03 ]

by i sallie

Solow 30 o5 30 Sy 9 ST SO (o Lol
3G Jukomi 9 4 i b g 509 9 9

oazeion Mo (el L oS Cunl 9o 5 Cungy (oo Silow sRking 1AM 9 Ao Sl s
saAllas jl Bua (ol CuiS J;Le,& 9 0Mig yuluy ;\19‘”‘" Oloyd pis Cyguo)d g dgui oo (_g).xi”}': &lows ,:S;
D kg 2lilen 2 x5 ) pllid ol

‘L;oM_wl .)I)’l olSiisly ‘Uw‘.wu.mg_) 09);

WS L 5Sling (o)len L sy MRNA Ly soold (sdcgorme S iyl g, ol e xe e ol

5138l Lo 3 00,8 gl (GEO) pogos S} o3y oL 5| (GSEE5127)

STRING culus jl aslitnl b (55 (aKud g 03,5 aseido R l38lp 5 Lawgs o ylo

oLl ;.08 Jate yy o5 Mo o Cax CYTOSCAPE 581 p 5y Waodls g s 5

L 5 0F 0 (Sl a5 a5 (55 (525 GEPHY lj8le 5 51 oslazal |
b5 )5 o g 4355 5,90 ENRICHR ol 5 eliul

soel Cday i ol L 48 (6y5p 0 0 ]S 09,5 Ly duylie o daaidly
MYB EIF4A1 EGFR .CDC42 PTEN SRSF1 HNRNPA2 .TP53 jli Le
LEP CDH2lu5)le Ju8 4 cuns 58 o b 5y o5 03 9 SF381 g HNRNPH1
sy s MYH11 ¢ NES PDGFRB (RUNX2 NRXN1 SPP1 .GRIA2 KIT
9 Renin secretion Melanogenesis Joli awl ol yilisl gla s b lad o (Sglie
Jols a bl Ly ialS slayi b lagye SUalie sl e o Pancreatic secretion
s Epithelial cell signaling in helicobacter pylori infection Prostate cancer

Az Melanoma

esloss 51 Lo 055 4 Wl oo s5abitng )3 ol 85l slop) ool 1.5 paS donsis sty
[EDIEP)e ) )0 R NP P PRRY ) () ) s A d)ABJbS d.jlm.;):f)

.b)f odlasiul Qlo)b dl).g @9)3 Slaal O‘}f&é\g Ql9;u° L:zsoj wl )’] O A8 K8 J
DQ)J “_;o)i_..u‘ bl)i oKy P —b>

i 1S9yl oy
YAE-YYY o(F) VY (60,99 AYAQ b ¢ oluj g Cangy Gl 005 pMel :28l0 (e
douds

3 Sdssl Jale cn S ol lymsan (S5 a5 Cowl (pluiST S gMegaen Pl o (ailale

dolse 5l 6l 4z STl ould s lids ok Aomyd g ey ) 0o 55 Swgy sl sSLe L
smas s b (o il dacigac alexl S0 asjle ol ogd oo adtine Caweide olocnssl
3 ) Sl g Al slacewsidle 3 Slos S g 0S5 oo S5l e (S5 50 (oote B

Mol s ] ooy 65w le il s0sis iy 5 fyepe el

¥ ososled A (50595 AV Sl ley g Cnigy


https://jdc.tums.ac.ir/article-1-5478-en.html

[ Downloaded from jdc.tums.ac.ir on 2024-11-03 ]

YVO  woadllyd g Slgls

kg Gaawgs ;0 0gdlly j5bayy a5 SIS
Jlio lemeas ccwl juolidl Jle jo wijls s
EiS Sy 0 5 e a3l Ty ol Slakde
3,8 gy 3l eaizl il slacawsde oKkl
L25 9550 (6,19, 5l ookl b eoSlits 4y Mo
Ve a5 5 o
Slalllas Gl ogasan g Lss o el 4 b
55 Jelse 0,5 Ll 5 40325 ol o oS
Wil a8 )5 Oso oSliing (g bem Sbml o B0
elwls a5 oLl cpl bl sl 48,5 & g0
Solew Sl )0 0gdll jebas a5 slays Lo blgp
Sl o 9y (5050 pucille S0 o il B

ol opls ey sl 0l Slo o Blasl Gl
O ol cadllas sl ed 4 g lg> wiae

ek Golom obml o S50 slagys Jelod g e
ol diB oy Sl aailan sl ylnl 5l oolanul b

I ohgy
L s, microarray laosls wslllas ol 5o
g Sy o3l oLk 5l sk g (5 e
b il 5 dges ¥ Lol GSEB5127 uS' L (GEO)
Laosls e 0,5 Ll CEL cos b 5 U133
== leabzlse ) RMA o )6 S ol
L Limma s Jas 5l ooliul b 5 (eiSTasS sl
slons s ad il Jloy TAC 58l 5SS
ol g P<e o0 L oa sl 1l
oolaiwl b dslsl jo 00,5 jasin -),0>l0g Fc<) O
=5 e httpsi//string-db.org g il <ol
ol jlosalimdan (o)) (s 13,5 oo 3
cytoscape L i li—8ls, 55l String
Al (53,5150 pgai 4 gly 45 - (GuSslgtyl)

ol plesl 5 Sogalses (sla e s siaSisy iSon
9 Sl ) Sledbs] )‘~’~L""5 ngﬁj L loasis

99005 - Sl oot (o2l gle e ity saly

¥ ososled A (5095 AV Sl les g Cigy

ol o a5 Cul Fwg ilem (29 Sl
SleallaSS) i)l Jodo 4 Sy00in slo S
Sl der 0 g Sluls ol 0l oo ol Cangy
D pgmody oy Byl 93 50 Vgane 0 )l0 0925y
Syl ) 50 15,50 bl o als Lol cwl 4y (8
Slge Fr 50 9 1) 9> s)lew (nl gt Wl se
ilgs oo (5 yloms () 4z ST o) co j A @ S
Voote G g JUabl jo (Jg oS 590 (G 2 50
oials; ol ks gloys el Sals Jlo
o 3l oolaiwl dvogi p e ,lae el Ho g s
S35 oz sty 5 sS5,58 Jlaxiad ol ey
ARCC g P B S
Jolis e L b slale o Jol> > o
oola_ul L: ‘5>‘).>9_059.«._‘3 GH?& LgLQMg).._m‘
yj——= g Narrowband UVB s UVA - Jl e,
Yo
full thickness J./::Lw H‘)'? QLA)Q 6L"°u:’9)

graft blister suction .c. 31,5 &l
Oganibmsgus D Sgn 9 il S split-thickness

9 MBbos ComgiSl)S Cowgidle (goadbiiS
8 Al Cegidle St gl sy 1]
el ous alsl

S St (Jy Cond e Solo (2l 4z 5]
a0lgs o e )5l oo Sgzgany ol 8l jalls o oLy
S, 8 ).ul—s cos |y gy S99 > 9y Sedlw
oot sl (oo @Blge ylin j0 5Kl g 4 Dl
S S ez b SIS (5ol o Sone it ( Slaa n
OMSin (o 50 bl A bls ol pod 4y Lo jo 1
@S gz ol Sl il Jlisay lidxe (olgl 8
T e ol 5 ooy g sl Jle

LgLQ)...m_A 9 Lmu) \3)9_9 )O u.._,lo ‘o)'SJ_A‘


https://jdc.tums.ac.ir/article-1-5478-en.html

[ Downloaded from jdc.tums.ac.ir on 2024-11-03 ]

alizg 55 saalS slos YV S

STRING culwog jl sowlcawsa S5 A 1) S
Ol 381 J S dm o &5 ooy (gaSd)
(aslasisls

=Sy g ENMichr ol jloolawl L aslsl jo
00 «olw (ol 4 ¢ kitg (sHlem b Las o slay
O 95ty (g5lem 50 48 e (Sdplie pe
g a8bgly Grals slay) 4 lad e mpe (Sdpilie
s oo plas 1y asl by ol

[t )

o lwog 3l eool Cwodd P PY U, gy L
GplS 0S5 4 Cond &5 2 lay§ ga5l) STRING

(wlasiols oyl

L sl cu3S e g Degree L as o bl
b ol sl 5 5 oo Betweenness
Solasn 00,5 1L aS slee S olaws :Degree)
Sbdo slass cows Betweenness o s |3 yaiius
S35 e (12350585 69y » Jb S bo)S S aS
Sl o 10 (0,25 o0 L1 8 BT S it slaogs
,8 e i il ol &y 5 0 o Gl o
ST )8 ey wl Colos 3l (29,5 slaools
cg> Target 3 Source slaosls g uss,5 bos
ol 5l el Cwsany GEPHY I 8l , 5 a4 3,00
LoaSts Joaloss 5 a5 eunlis sl Jy3lp 5
a8 GEPHY I3l 5 51 oolicil b s oolicel
9 e Sl S e g Ay bl (5
ol sl s 5 55 00 (Selsie (slp ymns
28,5 8 Lo g 45525 5,50 ENRICHR
Lyaisls

3 oling (sl b Las e microarray slaosls
Ll aogy pymily g asged Fr Jels 45 GEO
TAC |53 3ls )5 oS Lo 00ls o g 0y )5
et 5 1y 00 Jlo 3 slaosls g ol (g3lw Jlo
Gad> o yoaiacs e STRING Jl3éle 5 40 5
=S o5 Ve cytoscape 15 3le 5l ool wl b osy
w5 G—,b)
Colwog 4 g w0 5 s Degree & betweenness
8 ol b i 5 )+ b e STRING
Lo o3 Ve 9) IS8 50 58 0 Cuns i
Y USCE o S i dn o a8 Sl oL
ol 00 ools OLW.:

Jaie Gephi 15 8le 5 a0 5y o5 Ve aalol jo
b L 5 slogy (bl oSt Giales 8
39 50 aS — S A S ol 5 o8 S
o ¥ IS )0 s Fa - il (A8 8l (Lo

w00 00l uLw.a ¥

o4 >0 ol

¥ ososled A (50595 AV Sl ey g Cnigy


https://jdc.tums.ac.ir/article-1-5478-en.html

[ Downloaded from jdc.tums.ac.ir on 2024-11-03 ]

YVV  soaillgd g Slols

L b o 0] 9 5 Sglie Gl e ) Jgu
ol Gali1 J Sy G 48 (2La)) Lo
Combined Score _wlalp (d5lacils

Combined
Score Genes Pathway  Index
CREBBP,CREBL,
78059 preN TPS3EGFRIGFIR FrostaeCancer 1
Epithelial Cell
CDC42,MAPKS, Signaling in
SR PTPN11,EGFR Helicobacter 2
pylori Infection
CDC42,CREBBP, Adherens
46089 EGFR,IGF1R gunction 3
46089 PTEN,TPS3,EGFRIGFIR Mdanoma 4
43664 PTEN,TPS3,EGFRIGFIR  Glioma 5
CDC42,MAPKS, Pancreatic
o TP53,EGFR Cancer 9
37237 PBRM1,SMARCC], Hepatocellular 7
' PTEN,TP53,EGFR,IGFIR  carcinoma
MAPK8,CREBBP,CREB1, H‘iﬂja;;n%d'
370.45 PTEN,XIAP,TP53, ey 8
AL Infection
MAPK8,CREBBP, FoxO signaling
33952 PTEN,EGFR,IGFIR Pathway 9
321.66 PTEN,TP43.EGFR Slicusiel g,
Cancer

95 =B ole b o i 99 5ty 55low S92 50
Obe oIl sla s e=dios onl @bl el
CDCA42 PTEN SRSF1 HNRNPA1 TP53 asl
39 55 Ao Sn 03 F b Olssea |, EGFR
L b ,e (Sdalio ppo jme 99 5 95%eking (6 5boe
5, pb s oo Melanoma 4 prostate cancer la |
= ol =l o a8l e el 5 5 7
5 RUNX2 ¢ NRXN1 SPP1 .GRIA2 KIT .LEP
b oo pancreatic seeretion 5 melanogenesis
adlole Gl slogs & baye gl o5 ety
9 Cou S 9—0 FEARY 5o as J.o] Cewdds «.).».5‘50 ML
Ol b slany )90y Wiz pe 05 (o0 518 ()2
Lo ol (Sdsilite slo s LLS | 5 s2alS
Aol oy Sledbl ol ¢Sl g (5 ke o, Slos
2islsl 5 Slae,gailen Dlalllhe csal 45

w3 go Glis | g cnl )90 50 yiden

¥ ososled A (5095 AV Sl les g Cigy

TOR2A SINGA
MyE : HNRNPU
SF8B1 OQL PTEN A USP10
- HNRNPA1

EIF253

xmp  EFaA1 - PBRM1 oo epmp

& A 1-.5 LRy
cHK1 PAWLA. : ' DIGER1

C . HNREPH1
IGBAR :
e EGFR - ' MAB2ZL1
CREBY PTRANT1

CNOTEL

T copan SRSF1
MAPKS NCSTN

SMARCC1
NA®RS] GART

Pk g 55l j930 30 g0 ST srasl ¥ S
4S 2GS aSh) (Sl Co S w0 g a0 wlulp
(wlailsls by o381 J oS 4 o

&

u&-j

oS wiboe olesST Stwgy S| o5 o5l
) 05 Sjantn glaasd ol iicn 5 oS, n b
Gl o=l 59 Jdo 55 035 o (ulad 4y

Syl 9 60 ,Sas sl weMe abaunls
\A .- o
STl el jo idle
=9l SBlacal SLulis agis ol 5l Gus
oladie pg35 Jdod g (g5l Joae L oKlingos
as olo uL“‘-’ )..al.>- L}“‘Qﬁ)" G:Lu | 009 Lfi'Jﬁ"l“"’

ATmps RWE2 LEB3

KCHMA1 PPPRR1E
Ele il
NP1
Evad d KONAS Kl s
ADmeE SOREs W
TPENZ  ap@v2 ITER1

[ 1 :R'D‘GTI“.“J

HKCHQ4 camBR2 =
idive MY®SA ajra ATRIAZ SEmnac

GRIAZ
FET1  CAFAS CNTRAP?
FARH

GRCE
FTERD

N

wEIR PLEB4
GHa 3 FUNC ongrre
crsp clig2 ANBPTY
MaRR- j s PEP{
&y FOBID RN GTHNC:
— TVEe! ¥ @& Fumwr

; PAM3 -
CHPNA
it NOF e APz ypamict e
TR & R e HBVT
=nEA cmes  LEP cuRe Ermgz S

BT a6 : SEP1 musibc NEGA1
COLmsa1 L ZER1 SeD LPMMN3

BN

PCOHD

TRNGY cogans LAHDHS

LB
KLFi5 PN L GPIEaBP1

PSadiis g 5slow 393 30 Fae G5 Glrasl :F UL
aS 2T GaSh) (Sl Co S w0 g a0 wlulp
(wlasiols oyly wals J oS 4 Cound


https://jdc.tums.ac.ir/article-1-5478-en.html

[ Downloaded from jdc.tums.ac.ir on 2024-11-03 ]

alssg 55 sl slbos YA

Ol Conglio g Gludl glocussidle ;355 5 coritilye
asols plis (Stglie pae S @ sehal pln o
U5 )ls s A5e (28 9%lius ;3 PTEN as

05 45 Sl ol goarnaplis ol ey gl
Sol—om S5 55 S5 5 s0lS & PTEN
a5 o)l Sty Gl (Splie prae 5 $ling
o ohSen 5 g3l Sladllas L el ol
3 G=iod ol o a s Slag ol cilae
IS L aanlio ol ol Rl oSt s (6 5be
Cuwddy 5oy (lem olS lays 5l g ol (las
(S0 S 5 peig s Sy 4 o EGFR 5 coel
ettt L Slallls el oyl A, 5SS
Gl @olS 285 ) S (ko (nl @S b genen
5 Shella jiagsy 530l oSy 6 )lows 53 03
P )5 Lo oSkt e 59, 45 (LS
slog)ls ;315 —2b sl oy 2 5 (0 A
J—B slwodls a8 5 &5 o SerwlileXysn
5| lodlsils Lelis EGFR a5 aiso e L oo
el Jloyocy) (gl 5356 Lol o ansl Lo 8
30, LS LE seolyls | gy oSS &5 wien
Mo s a8 Jobe S8 6ln g 0390 1S (908

9 ol sl plulid jolied gy ol
ylons 30 1T e bLs | slo yeano 5 laPathway
5| ol slaasily 5l eslizl b s plool oSl
Sfles o Al (5 be cnl o 0 (asiine aslllae ()l
LoaslaSs, s 5 (g)ler ol Jole bagys 5l (2,5
RS A ey 05 5 (oo Sl pw Jobo IBIL
Gy g jo 13T ol giod jo ead oluliss
Slgi e Loy 5l (B Ol o Ll g iy 2
2 olb e oz 5l Lo polo 595 e

S paSdaaia

- -

WJrsS A o 45 oo sloyf oy p b
slaasl RS EPC RV Slo e il

L bad o L2059 5 0 Slgilio Gl s ) Jgu
(Wlaiols ol (dlS J oS & Comd 45 23 bl
Combined Score _wls!

Combined

Score Genes Pathway  Index

EDMRB, PLCB4,ADCY9,
KIT, GNAQ, MC1R,

69198 rygpyLEFLMITE, ~ Meanogenesis 1
ADCY2,TYR
ADCY9,FABP4NPRL,  Regulation of
55737  PDE3BAKT3,ADRB1,  lipolysisin 2
ADCY?2 Adipocytes
PLCB4,NPRLHNAQ,
556.16  PDE3B,KCNMALITPRL, ReninSecretion 3
ADRBL,CTSB
RYR2,PLCB4,ADCY?, )
44853  GNAQ,KCNMAL,ITPRL, Zrc‘f;egt:f 4
ATPA2,ADCY2,TPCN2
EDNRB,PLCB4ADCY9,  cGMP-PKG
41876 NPRL,GNAQ,PDE3B,AKT3,  signaing 5
KCNMALITPRLATPIA2  Pathway
PLCB4,ADCY9,GNAQ, salivary
38291 KONMALITPRIATPIA2, 2o 6
ADRBL,ADCY?2
RYR2,PLCB4,ADCY?, Apelin
35639  GNG2,GNAQ,PDE3B, signaling 7
AKT3,ITPRL,SPPLADCY2  Pathway
PDGFRB,RYR2.ENRB, Calcium
PLCB4,ADCY9,ERBBA, el
34851 GNAQ.ITPRLPLCEL ig&?'ﬂg? &
ADRBLADCY 2,TPCN2
RYR2,GRIA2,PLCB4, .
34407  ADCY9,GNG2,GNAQ, eﬁt‘rgfldr;]a;t 9
ITPRL,ADCY2
RYR2,ADCY9,PLCB4, nsulin
29788 GNAQKCNMALATPIA2, 0~ 10
ADCY2

&9_.«59.4 L_) U‘)L—S"“‘b 9 Sun ) )y B

ol 56 g TP53 iz 10 Gloe slo s olulis

Al a8l Caws Gg.Lcaoolo 4@ Gi..,l.o)j.n.:ly.s sl L=

4o Wi oo o )0 VA jo (45 ol o g &S

N 14 N o e

d_~a.>u U_" 3O ‘59—“’6" ooaliwe g.:L;.wsf uLb).u

Sl s Sl 3l SLs L Lchzs)'.:JlsT 30
el g (55len G 50 Dliwg

Sylom )0 Gz (pl 0 aS olays 5l Ko (S

g ols lis JyuS b anslie o 1) ol Sialisl o5eng

O el cwsan Kbty 5 bow solS slays

3l sleaie; 5 opl sl e ool PTEN

@l la sl (y L as ol LS

¥ ososled A (50595 AV Sl ey g Cnigy


https://jdc.tums.ac.ir/article-1-5478-en.html

[ Downloaded from jdc.tums.ac.ir on 2024-11-03 ]

YV oaillgd g Slols

gl @i S g ohb cyz o gloyos Blaal lgica el L ol gldail g ol gaallas o 00 S8

o el Sl o sl OlsSems EGFR 5 PTEN TP53 5 arus 5l i

References

1

10.

11.

12.

13.

14.

15.

16.
17.

18.

19.

Spritz RA: Six decades of vitiligo genetics: genome-wide studies provide insights into
autoimmune pathogenesis. J Invest Dermatol 2012; 132(2): 268-73.

Steiner D, Bedin V, Moraes MB, et a. Vitiligo. An Bras Dermatol 2004; 79: 335-51.

Parsad D, Dogra S, Kanwar AJ. Quality of life in patients with vitiligo. Health Qual Life
Outcomes. 2003; 1:58.

Picardo M, Taieb A. Vitiligo. Berlin; Springer, 2010.

Tayyebi Mebodi N, Javidi Z, Mahmodi M. Evaluation of subtypes of peripheral blood
lymphocytes in patients with vitiligo. Medical Journal of Mashhad University of Medical
Sciences. 2010; 52(4): 198-202 (Persian).

Alkhateeb A, Fain PR, Thody A, et al. Epidemiology of vitiligo and associated autoimmune
diseases in Caucasian probands and their families. Pigment Cell Res. 2003; 16: 208-14.

Jin Y, Christina M, Katherine G, et a. NALP1 in vitiligo-associated multiple autoimmune
disease. N Engl J Med. 2007; 356: 1216-25.

Jin'Y, Stanca AB, Pamela R, et al. Variant of TYR and autoimmunity susceptibility loci in
generalized vitiligo. N Engl JMed. 2010; 362: 1686-97.

Haffrali FC, Gawkrodger DJ. Management of vitiligo. Clin Exp Dermatol 2000; 25:575-9.

Chen y, Yang p, Hu D, et a. Treatment of vitiligo by transplantation of cultured pure
melanocyte suspension: Analysis of 120 cases. JAm Acad Dermatol 2004; 51: 68-74.

Chen y, Yang p, Hu D, et a. Treatment of vitiligo by transplantation of cultured pure
melanocyte suspension: Analysis of 120 cases. JAm Acad Dermatol 2004; 51: 68-74.

Nagui NA, Mahmoud SB, Abdel Hay RM, et al. Assessment of gene expression levels of
proopiomelanocortin (POMC) and melanocortin-1 receptor (MCLR) in vitiligo. Australas J
Dermatol. 2017; 58: €36-€39.

Spritz RA: The genetics of generalized vitiligo and associated autoimmune diseases. Pigment
Cell Res. 2007; 20: 271-8.

Tazi-Ahnini R, McDonagh AJ, Wengraf DA, et al. The autoimmune regulator gene (AIRE) is
strongly associated with vitiligo. Br J Dermatol. 2008; 159: 591-6.

Mohammed GF, Gomaa AH and Al-Dhubaibi MS: Highlights in pathogenesis of vitiligo.
World J Clin Cases. 2015; 3: 221-30.

McCurdy HM: Enzyme localization during melanogenesis. J Cell Biol.1969; 43: 220-8.

Lee AY: Role of keratinocytes in the development of vitiligo. Ann Dermatol 2012; 24: 115-
25.

Lotti T, Gori A, Zanieri F, et al. Vitiligo: new and emerging treatments. Dermatol Ther. 2008;
21: 110-7.

Sun j, Zhang K, Zheng C, et al. 2019. Identification of critical pathways and hub genes in
TP53 mutation prostate cancer by bioinformatics analysis. Biomark Med 2019; 13(10): 831-
40.

¥ ososled A (5095 AV Sl les g Cigy


https://jdc.tums.ac.ir/article-1-5478-en.html

[ Downloaded from jdc.tums.ac.ir on 2024-11-03 ]

alisg 55 sl o YY-

20.

21.

22.

23.

Zhu'L, Lin X, Zhi L, et al. Mesenchymal stem cells promote human melanocytes proliferation
and resistance to apoptosis through PTEN pathway in vitiligo. Stem Cell Res Ther. 2020.
doi.org/10.1186/s13287-019-1543-z.

Shahbazi S, Fatahi N, Kokabi L. Evaluation of Mir-101 expression changes and its correlation
with PTEN and MAGI2 gene expression in three prostate cancer cell lines. Journal of Shahid
Saddoghi University of Medical Sciences 2015; 23(3):1976-86 (Persian).

Chen YT, Chen YJ, Hwang CY, et al. Comorbidity profiles in association with vitiligo: a

nationwide population-based study in Taiwan. J Eur Acad Dermatol Venereol 2015; 29(7):
1362-9.

Jaladat SZ, Kelsoe JR, Cohen PR. Alopecia areata with white hair regrowth: case report and
review of poliosis. Dermatol Online J. 2014; 20(9).

¥ ososled A (50595 AV Sl ey g Cnigy


https://jdc.tums.ac.ir/article-1-5478-en.html

[ Downloaded from jdc.tums.ac.ir on 2024-11-03 ]

YV soaillgd g Slols

Identification of key genes and pathways
involved in vitiligo vulgaris by gene network analysis

Shima Kalavani, MSc
Samaneh Zolghadri, PhD

Department of Biology, Islamic Azad
University, Jahrom Branch, Jahrom, Iran

Corresponding Author:
Samaneh Zolghadri, PhD

Department of Biology, Islamic Azad
University, Jahrom Branch, Jahrom, Iran
Email: zjahromi @ut.ac.ir

Conflict of interest: None to declare

Background and Aim: Vitiligo vulgaris is an acquired,
chronic skin and hair condition characterized clinically by
loss of melanin, which, if untreated, is typically progressive
and irreversible. The aim of the present study was to identify
potential genes involved in the pathogenesis of vitiligo.

Methods: One dataset of MRNA expression in patients with
vitiligo (GSE65127) were obtained from the Gene Expression
Omnibus (GEO). Differentially expressed genes (DEGSs) were
identified using R package. The interactive information
among DEGs and the PPl network was obtained using the
STRING online database. Functional and pathway enrichment
analyses of these DEGs were performed from EnrichR and
hub genes and modules of the PPl network were visualized
and analyzed by Gephi.

Results: Compared with the norma control group, ten
upregulated genes (P<0.05) were identified including TP53,
HNRNPA2, SRSF1, PTEN, CDC42, EGFR, EIF4Al, MYB,
HNRNPH1, SF381, and CDH2, LEP, KIT, GRIA2, SPP1,
NRXN1, RUNX2, PDGFRB, NES, MY H11 as downregul ated
genes. Up-regulated DEGs were enriched in three pathways
including prostate cancer, epithelial cell signaling in
helicobacter pylori infection and melanoma pathways. Down-
regulated DEGs were enriched in three pathways including
melanogenesis, Renin secretion and pancreatic secretion
pathways.

Conclusion: Identifying DEGs in vitiligo may contribute to
our understanding of its pathogenesis, and such DEGs may be
used as drug targets for treatment.

Keywords: vitiligo, gene network, bioinformatics, metabolic
pathway, hub genes
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